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Ctsk: Cathepsin K

Mmp9: Matrix metalloproteinase-9

Htral: High-temperature requirement A serine peptidase 1

Adamts12: A disintegrin and metalloproteinase with thrombospondin motifs 12

Mass spectrometry RNA sequencing
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Possible OPG-degrading enzymes
MMP9
HtrA1
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“Murine osteoclasts secrete serine protease HtrA 1 capable of degrading osteoprotegerin in the bone
microenvironment”
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